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Abstract: Cytochrome P450 is an important family of enzymes ubiquitously expressed in organisms. It can metabolize a
variety of endogenous and exogenous substances, and plays an important role in the metabolism and detoxification of
insecticides in insects. The metabolism and detoxification of insecticides mediated by P450 are characterized by
universality and cross resistance, and the mechanisms involve an increase in enzyme expression and a change in enzyme
activity. This article reviews some new research advances in the P450—mediated insecticide resistance of mosquitoes.
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HAEHZ 5 P450 ek i a

AT R P40 F PR F 8 I F A 98 £ S FE R P 4 43
M & S B 4 3L AL P8 43T , SRS JE PR ek I RPAIE & S 31
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